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TABLE S1b

Primers for Sex linked markers
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Marker Origin Forward Primer Reverse Primer
0009 Random EST Marker CTCATTCTGTGCTTCAACCTG GAAATGGCCTCCAGTATCTCC

0030 Random EST Marker TTGGTAGACCGAGACGTGAAG TCAGCCTTGACATGAGTTACG

0032 Random EST Marker CGATGTCAAGGCATGGTTC TTTGCAGTGATTTCTATCATGTCC
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CAGTGGTCAGCGTGAAACTC
TGTAAAACGACGGCCAGTTTATCTCCACGCCTCCAATG
CTTCAACCACCAAGTCAACAC
TGTAAAACGACGGCCAGTGCGCCATTTACACATACTCAC
GACGAGTTTCTTCCGTTTCG
TCTGGGCTACTACGTCTCCAC
TGTAAAACGACGGCCAGTGACGAAGACAGGAAGCTGAAG
GTCATGTACCAAAACAGCTGCAGCCTAC
TAAATGTCCCTGTGGTCGTGTTCGTG
CAATCTTCTGGCTTGGACATTAAGTGAAC
AGCCTGGAAGAGGATGGTCACTAAAGTC
CGACAGAGGCTAAGGGAGTGTGAGG
CTCAGGACGCGGTCTAGAGTGGTAGG
ACGAGATGTTGTTTCGCATGGAAGAAG
GATGCCCATGTACTTGACAATCACCTC
AGCTCCTTCCAATCCAAATG
CATGATTAAGTCTATTACGCTGCAC
AAGCATTAGCGGTGAATCG
TACTCCTCCGAACCCTTACG
CGACACTAGACATAGGTAGAATGCAG
GTAATGAGGTTGTTGCCATGC
ACCTCACGTCTCTGGCTCTC
GACCTGCATCCAAGGAAAG
CACATTTCACTGTTTATGCCAAAG

TGGAGAAGGTACAGGTCAACG
CAGGAAACAGCTATGACCAGTAGATGGAGGGAAGGTTGG
AGTGAACTCTGTCTCCATCAGC
CAGGAAACAGCTATGACCGGAGATTCAGCGGGATAAGAC
CAATGTTCCTAACCAAATGTCG
GACCTCACTTCTCCACGTTTC
CAGGAAACAGCTATGACCAGCGAAGGACATTTCTCACAC
CAGCTGTCATACCACAGAGGTGTGCTC
TGGATGGATAATTGGTCAAAAGGGTTG
GCAGAGAGAAAGAACTGGGAGGTTTCC
CTTTCAGTTCTGGGTGTGTGACGTGAG
GATAGGACAGGTTTCGAAGGATGCAGAC
GGAGTACTGGACCTGCTTGGATTACACC
CAGTAGCAAAGGTTTATTCCAGATATGGTG
AACTCTTCAAGGAGCCCAGCTCAAAATC
AGCCGTCTCCAGTCTATTCAG
AGATGTGAGTGGCAACATGG
TTTCCTTCCCTAGATGTGTCC
GCTGGAAGCATATCGAACG
GTCCTAGAATGCGGTTAGATGTG
CAGAGGTGCTGTGTGACCTG
AGCTCTCCGCTCAGTCAATAG
GCCATTCATTTCTCCATGTG
TCCCACAGGAGAGAATTACACAC
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AATGCAGGCAGATGTGGAG
GCTTGTATTCGCCGTTGTG
GGACGTTCATTGCTGCTG
AGCGGTCATGCACTAACAAG
GTGGATGGGACAGAATTTATCAAC
CCTTCACTTCCTGCCATCTTC
AAAGCATCGCAACAGTGTCCCATC
GCCTGAAGAACTACTGCGAGTGCTACG
CCTCCATTTGGGTTCTTACGGATAGG
GCACTGTTTCTCCGTCGTCTTCTGAC
TAAGGCAGGCTAGTGATGTCCCGTTTAG
CTGTGGTGATTTCTGGACTAAGGTCTCC
AGGTACATCTTCTCCAGGATGCCGTAAG
GCCCACATAAAGGAGCTTGAGCAGAG
GTTCTTCTCCCCCAGCTGTCAGTCTC
TTGTCTACGATGAGGAGTGCTTCCAG
AAGAAAGCGAGCAGCGAATCCATC
GGGAAGAAAGGAGAGAGTCACTG
GAGCTCCTCTCACATCAAAATGCACAGC
CTGCCAGTTCTTTGGTTTTTATGTGATTCC
GGCTTCCGTACCTGTGTTTCATGTTCTC
GTGGGTTCCTGTTCTGCAGCTTATCTTC
GTCATGTACCAAAACAGCTGCAGCCTAC
CAGCCCTCAGATACCTGTACATTGTTCC
GTGGTTGGTAGATGACATCCTGTGACTG
CACAGAACCAATTCTGCAGTGAGC
GGAAGAGCATCCAGACAAGACAGAAAGC
GGTGTTTGAATAGACGGGGAAGTTGAGC
CATTACAGCAGCTGATGCGAGAAAGGTC
AACGTTAGCCGAGACGCTAGACTTTGAG
CTTTTGGGATTACAGCATCCGACCAC

TTCAGGTGGAGCCTTGTTG
TTGATCTAATTTCCTCTGTGTGATG
CATGTATCTTACTGAGCTGTACCAAC
CTGCCAACGAACATAAATGC
TTCGTCTGGATGGAAGAACAG
AAACAACATCCTCACCTTCAAAC
CGCATGTGGATCTTGAGTTTGTCCTG
CTCTCCTCAAAGTTCTTGCAGCCGATG
CTGGTAGGATGTATTCCATGACCCACTG
GGCACCTGGACAGAGTGGAGATTAGAC
GCAGCAGCAACACCATCAACTACAG
GACCCCTACGAGCCAGAAGAAAGACAC
GCTGCGCAGAGATATAACGAGTTGTC
CTTGAAGTCTGCCACCTCCCTCTCC
CTCGATACACAGAGTCCCGAAAACGAAC
CCTCTCGATGTGATAGGCATTGCTG
GGCGCAGGAATCGACTCATACTACG
CAGCAATTTCAACAGAATTACAA
GCCATACTGCTTAGGCTTTGCTTGACTG
GAAAATACAAAATCCCTCGCATCCAGTG
TCTTGGCAGGAATGTGCTTCTCTAGC
CTGTTGACATGTCTGTTGGCTGAGAGG
CTAGACGTCACAAAAACAGGCCTTACCC
GCCATACTGCTTAGGCTTTGCTTGACTG
TTAGCCTGAAACGTTACTCGGACTGG
AGGAGCAGCTGGTTCTTGATGTCTTG
TTTCTACCTCCTGCACTTCCCTTTCCAG
GCTAGAGTCAGCGCCACAATTCTCAC
CCTCCACAACTGACCACGGTGTAAAAAC
GCCAGCTGACTGACAATCCAGGATAAAG
ACGGCCCTGAGTCAGAGAGTAATGG
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GTTGAGCTGCAGAGGGAATGGATAACTC
TTTTCACGTGTGCTTAGCATTTCTCCTC
CTTCAAACGATTCTCCCTGACACTTCAC
TTCATCCTGACACAGTTATGGTTCATGG
AGCACCATCATCTTCCATTACCTTAGCC
GTACATCAAGGTGTACAGACGCAGATGG
ACCGCCTGCTTATTCCAGTAATTCAGAG
AGGAGGTCACAAAAGAAGCCAGAACAAC
TCTCGTTTTGTTGTTGTGTCTCAGTGTG
AACCATGCATTGACTTGCCTCATCTAAG
GGCCGCATACCATCTAGAGTAAGCTCTG
CTATATTTTTGTGGGTGGCAGATGATCC
AGTACGTTAGCCATGAGGGTTTAGTTCG
GACTGTGGCACTACGGGACTAAGGAAAG
GCGGAGACAATAAAGTGCTCAGAGAGAG
ATACCTGACATCGCCTGTACAGATACCC
GCACACCCCTTCTGGGGTATTTGTAAG
AGTCCGAGTGAAGGTTAGCTCTGAGGAG
AGAAAACCTGCTAGGCCCCACTCTAATC
CCTGCAAGTTGTTGTTACTCAGGTCCAG
GGAGCACTGGGAAGAAAAGGATGAGTTC
GAGCGCTACCTTGAAGAATTCCACTCAG
ACTAAGCTGGAGAAGGCTAAGGCCAAG
GTCCAGAGTTTCCGTGGTAACCAACTC
CTCGCACCAGGAAGTACTCTGATATTGG
TTAAAACTGGAGCGTATCTCAGCACTGG
GCATGAAGAACATGTGTGGTAAATGCTTG
ACTTTGTGGTGGACCTTCATTTTCCTTC
TGAGTGGGGTTGTGTATGTGTTTTTGAG

98I

CTGTGGAAGCGGTAGGAAAGTGAATC
TTATATGATCGTTGCAGAGGTTCACAG
CCACACTGGCAAATTAGAAACCAACATC
AGAAACACACACACGCACATACACACAC
GCGGAGACAATAAAGTGCTCAGAGAGAG
ATTGTGCGTGCACATGTCTAGTTTTACG
ATGAATCTCTCTTCCTGGGATCTTCACC
CTTGATCTTCCATTGTCACACTTTCGTG
GATTAGGAAGGCAGGGAGAGAAGGAAAG
CTTTTGCCTTCAGATGTTTCCACAAGAG
TTTCGCTTTAATGGCCTTCAGACTTCAG
CCTCTGGCCTCAAACAGAGTTTAAGTGAG
CCTATAGAACCAGGCTCTCCACACGAG
TATACATAGCACCTCCACAGCCTCCTTC
GCTTAGATCCAAAAGTCAGTCCCGAGAG
ATGCAGCGGTGCTTAGAGGAATACAGTC
ACGCCTGTTCAGGAGGAGAGAGTTTTTG
TCTGCAGAGTCATACTGAAAGGGGTGAC
CCTCGTCCACTGGAAAGATGAAAGCTAC
GCTCTGTAAGGTCGCACATTGTTACTGC
CCTACCAACTATACCCATGACCCAAGAC
TCTTAGGAGGGAAGGTATTGTCGTCCTG
GCCAGTCAGCCACTTACTCTCAAGTATC
CCAACCACTGCTGATTGAGATGTCG
AGTGTATTTCAGGTCTGGACCGAGTAGG
CCCAGGAAAACATAATGTCCTGAATCAC
CTCATGCTGTAAATTGCCTCTTCCTCTG
ATTGAACTCCTGGAGGATCTCAGCCTTC
CATGGGAATTTAATCCAAGGACGAATG




